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Sir John of Bonkyll Line S781a (FGC74572+, DYS493=9) Philogenetic Tree based on NGS tested cousins
 

FGC70765+ FGC24287+
         

18644682 AG 18026006 CA CP086569.1 / 1124608 TC 13605541 TA 12246499 AC 7198725 CT 7807016 AG 3695487 CG 3936035 CT 16306975 CT 19454413 CT

A889 A922 FTT43 Y68710 Y66583 A22204 BY64269 FT415344 FTD68860 FT309584 FT35198

6939805 CA       10102351 GT 15812489 TC 21083270 CT 9871233 GA  4781829 AG 192201569 AG 19604470

Y45316 8571805 GA 14612522 GA 6120219 GA 7971694 CT 15721360 TC CEN region A5027 BY144027 Repetitions  FTD68977 FT309799 FT35218

  A921 M2889 FT211732 A22205 BY117691 20296260 GT 17181862 AG  14204731 AG  4825797 CT  

 7527634 CG 15268699 GA   21818679 AG 20408381 GT DIZ19 region FGC39432  BY163699  FTD68982  

 A8320 Y14048 3732494 CT 12904571 CG 11054166 GT ZS6928 BY139139  20352584 GA  14929278 AC  7947937 AC  

 9033991 CG   FGC74569 Y50172 Y190655    A5031  BY163742  FTD62465  

 FT88019 3868779 TC 20281741 GT 20081475 TC  16693978 AG    20888290 TC    12291396 A  

 11025452 TC  FT90865 BY219264 – DIZ19 region FGC74573  FT213208    Y79131    FTD63054  

 CEN Region            25939724 AT    13749054 TA  

 13364904 AG    6648218 AG 3112216 CT 20546511 TC      BY227078    FTD63369  

 A8318    FT133294 FT94879 FGC74574          19254078 AG  

 15079530 TC    12848236 AG 9810035 GA           FTD64373  

 A8319    Y92639 A8148             
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      20322531 CA             

      DIZ19 region             

      20358681 TC             

      FT97183             
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349908 > 992662

Red : Complex region of Chr. Y, Speculative SNP Purple : Complex region of Chr. Y, Speculative SNP valided by T2T Consortium Blue : YFULL Ids

All infos concerning complex region : http://www.s781.org/complexregions.html NB : S768 Darnley Line is negative to all S781a SNPs

http://www.s781.org/complexregions.html

